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Gene Expression Analysis for Cancer-Related Genes Using Public
Microarray Databases
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Introduction:
As cancer has drawn much of the attention worldwide these days, development



of effective drugs is definitely the focus in today’s medical research field.

Since microarray technologies have become a biological research trend over the
last few years, using the microarray data to monitor gene expression in human
cell lines and tissues is certainly the most efficient way to identify cancer-related
genes.

Materials and Methods:

The cancer-related gene lists were obtained by reviewing literatures on the
OMIM database. The microarray expression datasets were downloaded from
the GEO and SMD websites. After having collected the cancer-related genes
and microarray expression data, we would classify them according to each
datum’s specific cancer-causing nature.

Results and Discussion:

When having intersected ten OMIM cancer-related gene lists, APC, CDKN2A
Xi

and PTEN were resulted as the three common cancer-related genes; when
having performed the intersection of breast, prostate, liver, lung, pancreatic and
stomach tissues, APC, CDKN2A, PTEN TP53 and BRAF were obtained.

Based on microarray gene expressions, intersections of cancer-related genes
among oligonucleotide arrays have found nine common genes, which are the
FOXML1, HNRPDL, BIN1, BUB3, CCNI, PMS1, PRKCBP1, PURA and RPA3.
Intersections of cancer-related genes among cDNA arrays have got six common
genes, which are the



