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The study of the nucleic acid chaperone activity of the N-terminal
domain of hepatitis delta antigen
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NdAg and N7 proteins contain the amino acids # 1-88 and # 24-75 of hepatitis delta
antigen (HdAQ), respectively. NdAg and N7 form complexes with a variety of nucleic
acids. In addition, they promote the unfolding and refolding of RNA molecules by
acting as a RNA chaperone, but the RNA chaperone activity of N7 is lower than that
of NdAg. In this study, | used filter binding assay to characterize the nucleic acid
binding properties of NdAg and N7. The structural and sequence requirements of
nucleic acid molecule, the binding site size of each protein, and the cooperativity of
the binding reaction were analyzed. | found that the interaction between NdAg and
nucleic acid did not have sequence and structural sepecificity, but NdAg bound longer
RNA with higher affinity. NdAg bound nucleic acids with higher binding affinity than
that of N7, but the nucleic acid binding of N7 was more cooperative. In addition, I
estimated the binding site size of ndAg and N7 proteins by determining the binding
affinity of each protein to different sizes rU or dT. The results showed that the binding
site of NdAg and N7 were 8 nt-10 nt and 6 nt-8 nt, respectively. Finally, the results of
the salt-dependent binding experiments showed that the binding of N7 to nucleic acids
was more sensitive to the elevation of ionic strength than the binding of NdAg to
nucleic acids.



