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Functional characterization of Mcl-1 by searching for Mcl-1
interacting proteins
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Mcl-1 belongs to the Bcl-2 protein family whose members participate in the
regulation of apoptosis. It shares homologous BH1, BH2, BH3 and transmembrane
domain with other Bcl-2 family members. Previous studies showed that Mcl-1 is
induced during differentiation of leukemic cells. It was recently demonstrated that
Mcl-1 is one of the survival components elicited by granulocyte macrophage
colony-stimulating factor (GM-CSF) and interleukin 3 (IL-3). Some studies
demonstrated that interaction between different anti- and pro-apoptotic Bcl-2 related
proteins are critical in the determination of cell fate. For example, neutralization of
pro-apoptotic activity of Bax occurred when it heterodimerized with Bcl-2. Mcl-1 also
heterodimerized with some Bcl-2 family members like Bok, Bax, Bak and Bik. In this
study, I analyzed Mcl-1 function in lymphocyte through searching for its interaction
proteins by the yeast two hybrid system. By screening the human lymphocyte library,
| found 58 candidates that may interact with Mcl-1, including Bax, Bid and Bik that
belong to the Bcl-2 family. I also found some unidentified human genes named



KIAA0147, KIAAQ0719, and one tumor protein, named TPT1 (tumor protein,
translationally-controlled 1), to interact with Mcl-1 in the yeast two hybrid system.
In-vitro GST-pull down assay showed that KIAAQ0719 and TPT1 but not KIAA0147
interacted with Mcl-1. It remains to be determined whether Mcl-1 interacts with
KIAAQ0719 or with TPT1 in-vivo.



