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Generation and Characterization of Human Anti-Herpes Simplex
Virus Type-1 Fab Fragments
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Enzymatic deficiency of 21-hydroxylase causes the congenital
adrenal hyperplasia (CAH), an autosomal recessive disorder.
There are two copies of human P450c21-hydroxylase gene, the
active CYP21B gene which encodes the active enzyme, and the
pseudogene, CYP21A. It&apos;s known that the -167/-64 region of CTP21
gene determined its basal transcription activity. Based on its
higher transcription activity and nuclear protein binding

affinity of CYP21B gene, the authors therefore hypothesized that
differences on the promoter strength of CYP21A and CYP21B genes
may be due to their different protein binding affinity.

Comparing the sequences within that region of the CYP21A and
CYP21B genes, there are only four nucleotides differences. In
this study, we analyzed the role of individual gene-specific
nucleotides within that region for the transcription activity

and protein binding ability. Our results showed that both

protein binding ability and transcription activity of CYP21B

gene were decreased when G residue at -104 position changed to
the CYP21A sequence, A. We also found that multiple nuclear
proteins present in adrenal cells could interact with the

-123/-88 region of CYP21 gene, but -104G— A did not affect the
species of proteins which could bind to the -123/-88 region of
CYP21 gene. In summary, our results indicated that the G residue
at -104 position of the CYP21B gene is important for both of the
DNA-protein interaction and basal transcription activity of
CYP21B gene.



