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Glycolysis

Gluconeogenesis
Apoptosis

DNA mutation
RNA interference
Epigenetics
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(A) Glutamate + NAD" +H-O — 0O-ketog
(B) 2H:0: — 2H:0 + O:
(C) Acetyl-CoA +Choline — CoA +.0-Ace

(D) NH:" + HCO: + 2ATP — Car
(E) Acetyl-CoA + glutamate
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