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1 L RBEEL 5347 (genomics ) : SNP analysis
and profiling, Genome-wide association study
(GWAS) , De-novo genome annotation,
Epigenetics analysis, Meta-genomics analysis,
Pharmacogenomics analysis °
D HESEREEL 4T (transcriptomics )
mRNA/small RNA/micro RNA differential
expression, mRNA alternative splicing, De-novo

RNA sequencing analysis, Gene set enrichment

analysis (GSEA) - 3.EEHEREEE 78T (proteomics) : Protein structure and post-
translational modification, De-novo protein sequencing analysis, Protein-DNA/RNA/protein
interaction °

4 28 Sy (systems biology ) Pathway reconstruction , Pathway network
analysis, Pathway perturbation analysis © [[#] * #Z 0asliiasoRiEE i —i =28 ydEE
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