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Proteomic analysis of ENU mice with abnormal defect of short chain
fatty acid
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The purpose of this study was to develop a 2-DE coupling with MALDI-TOF analysis
to find the differential proteins in ENU mouse which could explore the cause of
genetic defect of short chain fatty acid in mice. We hope that the C4-OH animal
model can provide us to investigate fatty acid metabolism related to human genetic
disease. We generated ENU- mutagenized mouse and applied to MS/MS tandem mass
spectrometry to screen third generation progeny of ENU-mutagenized mouse for
abnormalities in the pathway of fatty acid metabolism. The short chain fatty acid
(C4-0OH) level in ENU mice was three to four folds than normal mice. After protein

evaluation, there was no differential protein in mitochondria fraction between normal



and ENU mice by SDS-PAGE. Surprisingly, there were eleven differential proteins
between normal and ENU mice in muscle in 2-DE approach. These protein spots were
applied to MALDI-TOF for futher identification. In results, ENU mouse showed
higher protein expressions in phosphorylated myosin regulatory light chain 2, myosin
light chain 1 and tropomyosin lachain and lower expressions in myosin regulatory
light chain 2, adenylate kinase isoenzyme, ATP synthase D chain and calsequestrin-1
precursor in ENU mouse to normal control. These differential proteins expression
whether involve to increase C4-OH value in mice needs further study to verify.
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