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Study the Epigenic Determinants for the Tissue-Specific Expression of Genes within Human C4/CYP21 Locus
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Adrenal-specific expression; Locus control region; Human CYP21 gene; DNA methylation
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Using aza-cytidine (Aza-C), a agent block DNA methylation, and Trichostatin A (TSA), an inhibitor for histone deacetylase, we reveal an epigenetic
mechanism for regulating the adrenal-specific expression of human CYP21 gene. Upon treatment, the transcript of endogenous CYP21 gene was detectable
from non-adrenal Hep-G2 and mouse MA10 cells those were normally unable to express the CYP21, steroid 21-hydroxylase gene. The expression of CYP21
gene in those non-adrenal cells was shown to be in a dose-response manner, and time-dependent. Results suggest that the status of DNA methylation and

histone deacetylation, may be an alternative regulation system for CYP21 gene silencing in nonadrenal tissue.



