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The gene expression profile may not provide sufficient information to interpret the biophysiological mechanism, for examples, the regulatory roles of
glycosylation, a kind of post-translational modification on proteins and the enzymatic activity, unless the investigation of protein expression profile is also
completed. Proteomic analysis assists the genomics by focusing on generate a global protein expression profile in a specific condition. However, it is
concerned that the proteome approach may not complement the details of protein glycosylation and the dynamics of glycosaminoglycan modification on
protein. It is known that aberrant glycosylation affects the cell's behavior such as tumor cell invasion and metastasis. And the tumor-associated glyco-epitopes
could be used as a tumor marker in monitoring the tumor progression. The diseased endometrium in the endometriosis patient behaves like the tumorous
tissues that migrate, invade, adhere, and escape the control to grow at distal site. Although the tumor markers, CA-125 and CA19-9 were suggested to be
markers to monitor the endometriosis development. The specificity and sensitivity; however, is the problem. We reported that the inhibitor of matrix
metalloproteinase, TIMP-1 was detected in sera in the patients with endometriosis whereas it was non-detectable in normal and the patients have received the
GnRHa treatment, suggesting that TIMP-1 could be a useful serum marker for the early diagnosis of endometriosis (The research is supported by NSC grant
91-2314-B-038-051, part of the results have been reported in the conference ASRM 2002, and the manuscript is in preparation for publication). However, it is
difficult to rely on any of the reported individual marker for diagnosis of endometriosis. To increased the specificity and sensitivity for diagnosis of the
endometriosis, We in an attempt to use proteome/glycome approach to globally screening the aberrant protein and glycosylation expression in the body fluid
such as serum as well as the diseased endometrium tissue to identify the potential group of markers for diagnosis of endometriosis. To find the distinct
markers to diagnose early for endometriosis, develop alternative therapeutic method to decrease the side effects, and prevent infertility are the goals of this

study.



