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The Elucidation of Functional Roles of GnRH I and GnRH II in Human Placenta under the Microarray Basis
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The spatiotemporal expression of GnRH I and GnRH II in human placenta is believed to exert their functions, at least in part, the process of placenta invasion
and embryo development. In particular, MMP-2 and MMP-9 expression has been associated with the GnRH I and GnRH II in human trophoblastic cells. The
composition of the decidual ECM is also modulated by MMPs secreted by the trophoblastic cells of the implanting embryo. To date,the functional roles and
signaling transduction pathways of GnRH I and GnRH II in human placenta remain poorly characterized. Microarray techniques have emerged as important
approaches for the simultaneous analysis of multiple gene transcripts. These methods have proven valuable in providing qualitative assessment of the global
gene programs that accompany cell division, development, and the responses to specific stimuli. It has been shown that GnRH I and GnRH II play regulatory
roles in human implantation and placentation. To date, the regulatory effects of down stream genes by these two hormones in trophoblasts remains poorly
characterized. We validate the microarrays data from trophoblastic cells treated by GnRH I and GnRH II in different time periods and analyze all the gene
changes at different time scales by bioinformatics. The data analyses resulting from DNA microarray may help verify the downstream genes and the signaling
transduction pathways of GnRH I and GnRH II in human placenta. Owing to their capacity to induce strong, sequence-specific, gene silencing in cells, short
interfering RN As (siRNAs) represent new tools to elucidate the signaling transduction pathways and functions of GnRH [ and GnRH II in human placenta. In
the present study, siRNA techniques are applied for these purposes. In the past five years, we found GnRH I and GnRH II are expressed not only in human

hypothalamus but also in human placenta and endometrial tissues.



