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Fig. 1 Representative pathological changes by HE staining (bar = 50 um)

A-B: Early Gr.; C-D: Middle Gr.; E-F: Late Gr.



Fig. 2 Representative TGF-B 1 expression by IHC staining (bar = 50 um)
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A-B: Early Gr.; C-D: Middle Gr.; E-F: LateCr.



Fig. 3 Representative figures of a-SMA stainingin TGH (bar = 50 um)
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A-B: Early Gr.; C-D: MiddleGr.; E-F: Late Gr.



Fig. 4 Representative figures of Collagen type | & IV expressionsin TGH (bar = 50 um)

A, D: Early Gr.; B, E: Middle Gr.; C, F: Late Gr.
A-C: Collagen; D-F: Collagen 1V



Fig. 5 Representative figures of TG2 expression in TGH (bar = 50 um)

A-B: Early Gr.; C-D: Middle Gr.; E-F: Late Gr.



Fig. 6 Representative figures of apoptosis& Bcl-2in TGH (bar = 50um)

A, D: Early Gr.; B, E: MiddleGr.; C, F: LateGr.
A-C: TUNEL staining; D-F: Bcl-2



Fig. 7 Representative PCNA expression in TGH (bar = 50 um)

A-B: Early Gr.; C, E: Middle Gr.; D,F: Late Gr.



Table 1. Quantitative determination of inflammatory foci, seraALT, TGF-B1, TG 2, type I and type IV collagen, a-SMA, and PCNA in

granulomatous hepatitis from groups of mice with early, middle, and | ate phase of Toxocara canis infection.

Group (number) TInflammatory foci® SALT® TGF-B1° TG 2 "Collagen 1  *Collagen IV®  Total collagen®
E. gr. (n=15) 34+ 23* 355+94* 41.2 +£16.5%* 6.1+ 8.2** 14+0.7 12+10 1.3+£0.8

M. gr. (n=15) 6.5+ 1.8%* 442+ 1.7 88.1+22.9** 11.6+4.4** 52.6+1.2** 575+ 21** 55.1+1.8*%*

L. gr. (n=15) 6.8 +1.4** 37.1+21* 57.8 £ 13.9%* 7.6+ 4.8%* 37.1+1.1** 25.8+ 1.9** 315+ 1.6%*
Ctrl (n=18) 1.2+0.7 208+ 7.3 6.3+12 0.0+0.0 11+03 08+04 1.0+04

Group (number)  *o-SMAY

E. gr. (n=15) 0.6 + 0.4**
M. gr. (n=15) 1.3+0.4**
L. gr. (n=15) 09+ 0.3**

Ctrl (n=18) 0.2+0.1
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Table 1. (Continued) Quantitative determination of inflammatory foci, seraALT, TGF-B1, type I and type IV collagen, HSC, PCNA, apoptosis,

and Bcl-2 in granulomatous hepatitis from groups of mice with early, middle, and late stage of Toxocara canis infection.

Group *PCNA" SApoptosis’ *Bcl-2°

(numbers) P NP Mean P NP Mean *p NP Mean

E.gr.(n=15) 68+55* 10.7+6.8** 88+6.0* 19+09* 15+0.7 17+0.8* 28+3.6 13.5+£5.7%* 8.2+5.0¢*
M.gr. (n=15) 551+ 11.4** 37.1+ 12.5** 46.1+12.2** 7.9+ 57** 83+59** 81+5.8** 26.3+14.2** 448+ 17.0** 35.6 + 18.0**
L.gr. (n=15) 27.7+8.0** 36.4+6.7** 321+7.8** 56+15** 7.6+2.7** 6.6+2.9** 241+9.9** 54.6+20.1** 39.4+ 24.7**

Ctrl (n=18) 33+13 33+19 33+17 11+£03 12+04 12+03 22+13 26+09 24+11

"Hematoxylin-Eosin staining; *lmmunohistochemical staining; "™asson’s-Trichrome staining; STUNEL: Terminal deoxynucleotidy! transferase
(TdT)-mediated deoxyuridine triphosphate nick end labeling; ®P: Parenchymal cells; *NP: Non-parenchymal cells; E. gr.: group of early stage of
infection; M. gr.: group of middle stage of infection; L. gr.: group of late stage of infection; * A significant difference between experimenta and
uninfected control group was observed (P < 0.05); ** A significant difference between experimental and uninfected control group was observed
(P < 0.01); mean numbers of inflammatory foci/low power field at 100x magnification; "lU/L; “mean numbers of positive cells/high power field

(HPF) at 400x magnification; “mean percentage (%) of stained area/HPF.
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