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Effect of Vitamin Supplementation to the Heat Shock Protein Expression and Proteomic Study in Mice with Endotoxin-Derived
Sepsis (11)
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Sepsis is a condition that results from a harmful or damaging host response to infection. Excessive toxins in blood cause to serve
inflammatory responses, including cytokines production and tumor necrosis factor-alpha (TNF-alpha) that lead to activation of innate
immune system, complement system, coagulation system and adaptive immune system. Epidemiology report from Department of
Health in Taiwan, sepsis has risen to the twelfth and is often the harbinger of multiple organ failure and constitutes the leading cause
of mortality in intensive care unit. In clinical treatment, except for anti inflammation drug, antibiotics, vasoconstriction drugs and
intravenous drip support, none effective methods in sepsis therapy. In the past ten year, numerous of papers were published in the
immunopathogenesis of sepsis. The average cost to treat sepsis is estimated to be $22,500 per case in U.S.A. Pharmaceutical industry
spent 20 hundred million in therapy of sepsis. Currently the therapeutic approaches used to treat sepsis with very limited success.
Furthermore, most studies have focused on either a single molecule or a few related molecules in animal models or cell lines. A
detailed understanding of how these components and pathways interaction to sepsis are still nebulous. Proteomics approach is widely
used in life science to look for novel proteins. Septic stage from inflammation, sepsis, septic shock, multiple organ dysfunctions to
death process will be monitored by proteomic approach. It is also useful to explore mechanism and drug discovery in antisepsis study.
By NSC grand support from 2005 to date, we had succeeded set up septic animal model by lipopolysaccharide induction and
proteomic platform in Taipei Medical University. The septic mice survival rates were 60% in high dose VB2 (HVB?2) injection, 20%
in low dose VB2 (LVB2) and 10% in saline group. The heat shock protein 25 (HSP25) and heat shock factor (HSC) expression level
were maintained to 72 hr in HVB2. Besides, we found differential proteins expression between HVB2 and LVB2 by two dimensional
electrophoresis in colon.



