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The Interaction of BRCA1, BRCA2 Tumor Suppressor Genes and Non-Genetic Risk Factors of Breast Cancer
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We have analyzed the germline mutations in the coding regions of BRCA1 candidate genes from 38 patients with breast cancer and equal numbers of normal
individuals using single-strand conformation polymorphism (SSCP) analysis on polymerase chain reaction (PCR)-amplified genomic DNA. A total of 2

RS ﬂ%ﬁ%l putative disease-related alterations (5.3%) were recognized which sequences differ in only one residue in a span of 112 amino acids, resulting from a change
of [ to T. The frequency of germline mutations in the BRCA 1 genes in the present study is consistent with the previous study which indicated the mutation

rate of BRCA 1 gene is approximately 5-10%.



