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	• 中文摘要
	如同之前的研究,我們依據基因庫中現存已發表的核甘酸序列,設計並合成一組能放大免疫球蛋白的重鏈以及輕鏈(包括.lambda.和.kappa.)變異區基因的引子。同時,我們也篩選數個正常人血清中存在的可以辨認HBV的抗體。聚合？鏈反應(PCR)之後,可在膠體上出現分子量680bp的主帶,顯示免疫球蛋白基因放大成功。然而,.kappa.鏈基因放大的結果較為一致。大約90%隨機抽取的細胞株含有輕鏈基因,不過,重鏈基因的插入的效率非常低,結果,我們只得到幾個小的抗體基因庫,每個所含的細胞株都小於1*10/sup 5/。因此,我們只好利用這些小的抗體基因庫來篩選任何可能的anti-HBV重組嗜菌體。經過4次篩選後,超過50%的隨意分離的細胞株含有5.0kb的重組DNA,這顯示他們都含有重鏈以及輕鏈基因。我們也可以利用點轉澤法(Dot blotting)偵測到他們的重組Fab分子的表現。不過,他們對純化的HBsAg以及HbcAg的結合力卻無法以ELISA試驗法偵測到。我們目前正在決定這些抗體的重鏈以及輕鏈基因序列。

	• 英文摘要
	As reported previously, we have designed and synthesized a panel of primers for the amplification of immunoglobulin heavy and light (.lambda. and .kappa.) variable genes based on the published nucleotide sequences deposited in the GeneBank. We also screened the presence of anti-HBsAg antibodies in the sera of several normal individuals. A major band with a molecular weight of 680bp was detected after polymerase chain reaction, indicating that the Ig genes were successfully amplified. However, the results of .kappa. chain gene amplification is more uniform. Approximately 83% of the randomly isolated clones contains light gene insert. The insertion of heavy chain genes was not highly effective, resulting in several combinatorial antibody libraries with a size of less than 1*10/sup 5/ clones. However, we proceeded the panning of any possible anti-HBV recombinant phage in these small size of antibody libraries. After 4th panning, more than 90% of 15 randomly selected clones contain 5.0kb recombinant DNA, indicating they have both heavy and light gene inserts. Furthermore, the expression of recombinant Fab molecule was detected in a dot blot. However, the binding activity of these Fab fragments to purified HBsAg and HBcAg was not seen using ELISA test. We are in the process of determining their gene sequences of heavy and light chains.


