FAHRBEAZZRATHASREALT ERRRE

P 3 2 25 M I K I I I 2 0 I 3 I I M RO
o x
S BHARERDAZ AR 2 ¥ A4t %
xR =
PR 2K 9 I K O I I I TN 3 R 0K 2R G S SR S OKEK

HEEHN  RENYHE - nik
HE 4% NSC89—2314—B—038—023
HMATEAM] 88 £ 08 B0l BE89%07 A318

HEEHALEE
$SEEHA R
HESRAR

ABRFRECEATREIZ M
(AR s 2 S F s HFRE 4G
At AR E 2 KA 8 TS — &
(OHEBRREH TR REIRATRZIHXE T
CRARAEAREFIRSATREE 5

BATRM D GLBERFRERAA

¥ ¥ R B ANA £ L A + B

4



FTHRERARZATEARLTERRRSE

ARARERDAZ EHZ F AL

Methylation of DAZ Gene in Male Infertility
3 £ 4% %% © NSC89-2314-B-038-023

HATHIR (88 £ 08 H 01 B £ 89507 4318

FHALER

AR EHAC B

—TXHE

ARTFRICTHERRARR LA
Y e tFXResig r Ui PE
WFZ ek AmUFLFHRBE IR
FEARABRREY R Lot XEHAFFE
P AmAERARARTRARESES
Z PRACHH - 2B ¥ €11 Bisulfite P.C.R.
& 7 &, R /AR A H & methylation © 3 8¢
m-RNA iz R E AR EMELE -

Mk Y o ABKRE - LBEAR -
£ B F R

Abstract

Y chromosome microdeletion is known to
cause poor spermatogenesis. There are
10-15% male infertility patients who had Y
gene microdeletion. However, still the
etiology of most male infertility patients are
unknown.

Methylation is now was studied in many
genes especially in the protooncogens and
was known to cause dysfunction of gene

expression without gene derangment.

In this project we set up m-RNA in situ to
detect gene expression. Bisulfite PCR is also
developed to detect the gene methylation. We
compare these patients’ gene expression and
DAZ gene promoter methylation.

Keywords: Y chromosome, gene
microdeletion , gene expression,
gene methylation
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