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Development of Immunoproteomics Platforms to Identify Candidate Antigens of Classical Swine Fever Virus for Discriminating

Diagnosis
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Classical Swine Fever Virus ; Proteomic ; Diagnosis Kit
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Classical swine fever (hog cholera) is a highly contagious disease of pigs and caused by classical swine fever virus (CSFV). The
commonly used vaccine in Taiwan against hog cholera is an attenuated LPC strain of CSFV that made from type 820 CSFV. At least
141 CSFV strain have been isolated in the wild field of Taiwan. Base on their genomic sequences, all the CSFV can be divided into
three genotypes; LPC strain belongs to genotype 1 and wild field CSFV belongs to genotype 2. Because LPC strain is different from
wild field CSFV in the genotype and vaccination or infection pathways, and that may induce different antibody responses. In this plan,
we would like to identify the differences of candidate antigens between two genotypes of CSFV by immunoproteomic technique, and
then use to distinguish between LPC-vaccinated and wild CSFV infected pigs. Sera from pigs with LPC vaccine or wild field CSFV
infections and control group of sera from health individuals will be analyzed for reactivity by western blot against LPC virus or wild
field CSFV total proteins separated by 2-dimemional electrophoresis. We predict several immunogenic protein spot will be identified
by immunoproteomic analysis, MALTI-TOF and LC-MS-MS. In the future, the candidate antigens will be developed to a rapid and
easy diagnosis kit and use to discriminate between LPC-vaccinated and wild CSFV infected pigs.



