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Development of immunoproteomics platforms to
identify candidate antigens of classical swine fever
virus for discriminating diagnosis
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Development of immunoproteomics platforms to
identify candidate antigens of classical swine fever
virus for discriminating diagnosis
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The prevention of CSF usually uses the vaccine which made from attenuated LPC strain. At
present, the non-vaccination stamping-out policy is in progress. If suddenly disrupt the
vaccination, there would arise CFV disease around nation-wide. Before stop of vaccination,
how to differ the pigs between vaccinated and infected is a very important. In this plan, we
want to discriminate between LPC-vaccinated and wild CSFV-infected pigs by
immunoproteomic technique. First, we harvested the virus particles from PK15 cells cultured
medium and then collected the total protein lysate both of LPC and wild CSFV. Second, the
protein lysate were separated by two-dimensional electrophoresis (2-DE), and gain the 2-DE
maps of the LPC strain and wild CSFV strain by Sypro Ruby staining. Third, 2-DE
membranes of LPC strain and wild CSFV strain were immunoblotted with pooled sera from
LPC-vaccinated pig or wild CSFV-infected pig. Athough there are several different proteins
between the LPC and wild CSFV strains in the 2-DE maps, it seems have no any different
spots by immuncblotting assay. Many studies successfully discovery the new antigens by
immunoproteomic technique, such as B2 #5142 E. However, we unable to find the new
antigen for discriminate between LPC-vaccinated and wild CSFV-infected pigs by
immunoproteomic technique. It is possible that 1). the number or amounts of virus samples is
not enough to analyze in 2-D system; 2} they produced.same antibody pattern; 3} they may
have a litter of difference in the antibody pattern, but can not detect by immunoproteomic
technique.
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Fig. 3

Blot with sera from field strain-infected swine
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Fig. 4

Blot with sera from field strain-infected swine
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