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1. The retrovirusgs are classified into 3 major subfamilies, namely __ ,

and .
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2. The 1* retrovirus isolated is | . %i
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3. Please name 3 major retroviral genes and their respective functions. W%
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4. Please indicate the individual viral components based on the following cartoon.
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5. What is the receptor molecule on T helper cell for HIV infection?
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9. 7|4 T oM E % & (attachnent protein) & ¥F & dm Al th 3% B 9 F (receptor protein)
- virus attachment protein host cell receptor
influenza virus epithelial cell
HSV-1 epithelial cell

~ EBV B lymphocyte
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single—s‘&anded DNA %i

hepadnavirus a. +

orthomyxovirus b.  double-stranded DNA

picornavirus c. + single-stranded RNA %
d. - single-stranded RNA Y
e. - single-stranded DNA

f. double-stranded RNA ‘ /g\,
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Herpes simplex virus 1 - i§;
rabies $
cytomegalovirus

Please give 2 examples of growth suppressor.
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hepatitis B virus
herpes simplex virus
Epstein-Barr virus

adenovirus :

influenza virus - antigenic variation ‘

HIV. immuno-suppression of Th cells
Hepatitis A virus # % —18.64#%: RAF X &
Hepatitis B virus &% —18.% #%: _ A XK
Hepatitis D virus &# % — B4 4#&: AT X% &
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