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Abstract

Sleep apnea syndrome is regarded as the most important sleep disorder discovered in the 20th century as well as
the significant research direction for sleep medicine. Generally speaking, most of patients are unaware of sleep apnea
syndrome for its painlessness and none- discomfort, which will delay treatment. Moreover, it requires for high costs and
personnel expense on polysomnograph (PSG ) examination. We could not do overall examination according to the
contemporary medical resources. In the aspect of preventive medicine, it is necessary to establish a set of prediction
model to accurately give preference to moderate serious sleep apnea syndrome. In this study, by means of computerized
analyzing the laboratory data of the patients during medical visits we use Genetic Algorithms (GA Jto solve complicated
problems from changeable items of questionnaire to establish a system that can accurately predict moderate serious
sleep apnea syndrome. The system can provide high-risk populations with convenient and precise predictive model so as
to help medical personnel that they could propose the proper treatments and suggestions for patients according to
various degrees of disease.
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